(from 49-248 bp) 17.10. 2021 19:00:26
Template Alignment: ConstructD Primer44

AAATTCTCCAGTCTTCACATCGGTTTGAAAGGAGGAAGCGGAAGAATGAAGTAAGAGGGATTTTTGACTCCGAAGTAAGTCTTCAAAAAATCAAATAAGG

template sequence ConstructD_Primer44

aaattctccagtcttcacatcggtttgaaaggaggaagcggaagaatgaagtaagagggatttttgactccgaagtaagtcttcaaaaaatcaaataagg

3S» Chromosome 2 »%

aligned sequence ch168 + D

ot et O g

AAATTCTCCAGTCTTCACATCGGTTTGAAAGGAGGAAGCGGAAGAATGAAGTAAGAGGGATTTTTGACTCCGAAGTAAGTCTTCAAAAAATCAAATAAGG

aligned sequence ConstructD_Primer44

AGTGTCAAGAATGTTTGCAAAACGATTCAAAACCTCTTTACTGCCGTTATTCGCTGGATTTTTATTGCTGTTTCATTTGGTTCTGGCAGGACCGGCGGLT

template sequence ConstructD_Primer44

agtgtcaagaatgtttgcaaaacgattcaaaacctctttactgecgttattcgectggatttttattgetgtttcatttggttctggcaggaccggeggcet

\ pDG3661 0%
‘ amyE »

Integration rv

aligned sequence ch168 + D

e

AGTGTCAAGAATGTTTGCAAAACGATTCAAAACCTCTTTACTGCCGTTATTCGCTGGATTTTTATTGCTGTTTCATTTGGTTCTGGCAGGACCGGCGGLT

aligned sequence ConstructD_Primer44
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Template Alignment: ConstructD_Primer44 (from 249-448 bp) 17.10. 2021 19:00:26

GCGAGTGCTGAAACGGCGAACAAATCGAATGAGCTTACAGCACCGTCGATCAAAAGCGGAACCATTCTTCATGCATGGAATTGGTCGTTCAATACGTTAA

template sequence ConstructD_Primer44

gcgagtgctgaaacggcgaacaaatcgaatgagettacagecaccgtcgatcaaaageggaaccattcttcatgecatggaattggtecgttcaatacgttaa

SN pDG3661 e
> amyE »
Integration rv

aligned sequence ch168 + D

hht.mmuu“MlhMMUMMAhmwuhhmﬂmhumuMMMMMM

GCGAGTGCTGAAACGGCGAACAAATCGAATGAGCTTACAGCACCGTCGATCAAAAGCGGAACCATTCTTCATGCATGGAATTGGTCGTTCAATACGTTAA

aligned sequence ConstructD_Primer44

AACACAATATGAAGGATATTCATGATGCAGGATATACAGCCATTCAGACATCTCCGATTAACCAAGTAAAGGAAGGGAATCAAGGAGATAAAAGCATGTC

template sequence ConstructD_Primer44

aacacaatatgaaggatattcatgatgcaggatatacagccattcagacatctccgattaaccaagtaaaggaagggaatcaaggagataaaageatgtce

Sh pDG3661 e
» amyE »
Integration rv

aligned sequence ch168 + D

ottty

AACACAATATGAAGGATATTCATGATGCAGGATATACAGCCATTCAGACATCTCCGATTAACCAAGTAAAGGAAGGGAATCAAGGAGATAAAAGCATGTC

aligned sequence ConstructD_Primer44
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Template Alignment: ConstructD_Primer44 (from 449-648 bp) 17.10. 2021 19:00:26

GAACTGGTACTGGCTGTATCAGCCGACATCGTATCAAATTGGCAACCGTTACTTAGGTACTGAACAAGAATTTAAAGAAATGTGTGCAGCCGCTGAAGAA

template sequence ConstructD_Primer44

gaactggtactggctgtatcageccgacatcgtatcaaattggcaaccgttacttaggtactgaacaagaatttaaagaaatgtgtgcagecgetgaagaa

SN pDG3661 e
> amyE »
Integration rv

aligned sequence ch168 + D

‘“AmdﬂhthhmhtmAMM“LMMﬂ“ﬂ“&“ﬂ‘MMWMAMM&‘MMAMM

GAACTGGTACTGGCTGTATCAGCCGACATCGTATCAAATTGGCAACCGTTACTTAGGTACTGAACAAGAATTTAAAGAAATGTGTGCAGCCGCTGAAGAA

aligned sequence ConstructD_Primer44

TATGGCATAAAGGTCATTGTTGACGCGGTCATCAATCATACCACCAGTGATTATGCCGCGATTTCCAATGAGGTTAAGAGTATTCCAAACTGGACACATG

template sequence ConstructD_Primer44

tatggcataaaggtcattgttgacgecggtcatcaatcataccaccagtgattatgecgegatttccaatgaggttaagagtattccaaactggacacatg

Sh pDG3661 e
» amyE »
Integration rv

aligned sequence ch168 + D

e e

TATGGCATAAAGGTCATTGTTGACGCGGTCATCAATCATACCACCAGTGATTATGCCGCGATTTCCAATGAGGTTAAGAGTATTCCAAACTGGACACATG

aligned sequence ConstructD_Primer44
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Template Alignment: ConstructD_Primer44 (from 649-848 bp) 17.10. 2021 19:00:26

GAAACACACAAATTAAAAACTGGTCTGATCGATGGGATGTCACGCAGAATTAAATAGTACATAATGGATTTCCTTACGCGAAATACGGGCAGACATGGCC

template sequence ConstructD_Primer44

gaaacacacaaattaaaaactggtctgatcgat----——=-—-------------- agtacataatggatttccttacgcgaaatacgggcagacatggcec

SN pDG3661 13
» amyE
Integration rv

aligned sequence ch168 + D

W.m«muwuhM«mmMums.umuuhﬂhthmmuhWMAIAM

GAAACACACAAATTAAAAACTGGTCTGATCGATGGGATGTCACGCAGAATTAAATAGTACATAATGGATTTCCTTACGCGAAATACGGGCAGACATGGCC

aligned sequence ConstructD_Primer44

TGCCCGGTTATTATTATTTTTGACACCAGACCAACTGGTAATGGTAGCGACCGGCGCTCACATCCGGAGTTCGAATCCCGTACGGGTCATCCAGAAGCCT

template sequence ConstructD_Primer44

tgcccggttattattatttttgacaccagaccaactggtaatggtagecgaccggegectcacatecggagttcgaateccgtacgggtcatccagaagect

Sh pDG3661 e
| derived from Bacillu...ion from amyE front >

aligned sequence ch168 + D

dAmﬂulululumlhuumuuhmmmmmAAummmmMMM

TGCCCGGTTATTATTATTTTTGACACCAGACCAACTGGTAATGGTAGCGACCGGCGCTCACATCCGGAGTTCGAATCCCGTACGGGTCATCCAGAAGCCT

aligned sequence ConstructD_Primer44
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Template Alignment: ConstructD_Primer44 (from 849-1048 bp) 17.10. 2021 19:00:26

TGCATATCCTGCAAGGTTTTTTTGTTTTTATAAATCATGATATGTCTTAGATTTTACTAGTTAAATACGCTTCACAGTTTCTTCTTCATTTTTAACAAAC

template sequence ConstructD_Primer44

tgcatatcctgcaaggtttttttgtttttataaatcatgatatgtcttagattttactagttaaatacgcttcacagtttcttcttcatttttaacaaac

SN pDG3661 g
»derived from Bacillus subtilis rrnB;...nates transcription from amyE front > < derived from Bacillus sub...inates lacZtranscription  <«?

aligned sequence ch168 + D

MMMM&Mlmumlmm.uhmmhmummmmmmm

TGCATATCCTGCAAGGTTTTTTTGTTTTTATAAATCATGATATGTCTTAGATTTTACTAGTTAAATACGCTTCACAGTTTCTTCTTCATTTTTAACAAAC

aligned sequence ConstructD_Primer44

AAAAAACCCAGCTCATTGAGCTGGGTTTAAGCTGGCTTGGCGGCGTCCTAGG-====-- ATCCAAGAAGAAGTGTGAAAAAGCGCAGCTGAAATAGCTGC

template sequence ConstructD_Primer44

aaaaaacccagctcattgagctgggtttaagetggettggeggegtcctagaaaaaaGGATCCaagaagaagtgtgaaaaagegecagetgaaatagetge

3 pDG3661
<« derived from Bacillus subtilis rrnQ; terminates lacZtranscription | [ [ Reverse terminator - BBa_K780000 »

aligned sequence ch168 + D

AAAAAACCCAGCTCATTGAGCTGGGTTTAAGCTGGCTTGGCGGCGTCCTAGG ——————— ATCCAAGAAGAAGTGTGAAAAAGCGCAGCTGAAATAGCTGC

aligned sequence ConstructD_Primer44

https://benchling.com/gen_mendel_brno/f/lib_rTRIWeoc-for-aligment/seq_8QAUYIL7-constructd_primer44/edit 5/6



Template Alignment: ConstructD_Primer44 (from 1049-1070 bp) 17.10. 2021 19:00:26

ARNNNNRRRRNNNRRRRN AN
GCTTTTTTGTGTCATAAAGGCA

template sequence ConstructD_Primer44

gcttttttgtgtcataaAGGCA
<»Reverse t..._K780000
aligned sequence ch168 + D

GCTTTTTTGTGTCATAAAGGCA

aligned sequence ConstructD_Primer44

https://benchling.com/gen_mendel_brno/f/lib_rTRIWeoc-for-aligment/seq_8QAUYIL7-constructd_primer44/edit 6/6



