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Template Alignment: ConstructB_primer46

CCCGTGTAGAAGGCGTGTTTGCAGAACCAGGTTCTTGCGCGTCTATCGCAGGAGKGCTGAAACAGGTGAAATCCGGAGAAATTCCGAAAGGCAGCAAGGT
template sequence ConstructB_primer46

cccgtgtagaaggcgtgtttgcagaaccaggttcttgcgcgtctatcgcaggagtgctgaaacaggtgaaatccggagaaattccgaaaggcagcaaggt

Integration site
thrC CDS (threonine synthase)

aligned sequence ch168 + B

CCCGTGTAGAAGGCGTGTTTGCAGAACCAGGTTCTTGCGCGTCTATCGCAGGAGKGCTGAAACAGGTGAAATCCGGAGAAATTCCGAAAGGCAGCAAGGT
aligned sequence constructB_primer46

CGTAGCTGTGTTAACAGGAAACGGACTGAAAGATCCGAACACAGCGGTCGACATTTCAGAAATCAAGCCTGTCACATTGCCGACTGATGAAGACAGCATC
template sequence ConstructB_primer46

cgtagctgtgttaacaggaaacggactgaaagatccgaacacagcggtcgacatttcagaaatcaagcctgtcacattgccgactgatgaagacagcatc

Integration site
thrC CDS (threonine synthase)

aligned sequence ch168 + B

CGTAGCTGTGTTAACAGGAAACGGACTGAAAGATCCGAACACAGCGGTCGACATTTCAGAAATCAAGCCTGTCACATTGCCGACTGATGAAGACAGCATC
aligned sequence constructB_primer46
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CTTGAATATGTWAAAGGAGCGGCCCGTGTATGAACGAAGCCGACATGCTGTTCTCTGTCACTGTTCCCGGAAGCACAGCTAACCTAGGCCCCGGCTTTGA
template sequence ConstructB_primer46

cttgaatatgtaaaaggagcggcccgtgtatgaacgaagccgacatgctgttctctgtcactgttcccggaagcacagctaacctaggccccggctttga

Integration site
thrB genethrC CDS (threonine synthase)

aligned sequence ch168 + B

CTTGAATATGTWAAAGGAGCGGCCCGTGTATGAACGAAGCCGACATGCTGTTCTCTGTCACTGTTCCCGGAAGCACAGCTAACCTAGGCCCCGGCTTTGA
aligned sequence constructB_primer46

TTCAGTCGGAATGGCGCTCAGCAGATATTTGAAGCTGACCGTCTTTGAAAGCGACAAATGGTCTTATGAGGCTGAAACAGAAACAGTCGCCGGAATTCCG
template sequence ConstructB_primer46

ttcagtcggaatggcgctcagcagatatttgaagctgaccgtctttgaaagcgacaaatggtcttttgaggctgaaacagaaacagtcgccggaattCCG

Integration site
thrB gene

aligned sequence ch168 + B

TTCAGTCGGAATGGCGCTCAGCAGATATTTGAAGCTGACCGTCTTTGAAAGCGACAAATGGTCTTATGAGGCTGAAACAGAAACAGTCGCCGGAATTCCG
aligned sequence constructB_primer46
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GCGGGTACAGATAACCTGATCTACCAGGTGGCTTAAACGGACCGCAGATTTGTACGGAAAAGAAATGCCTCCTGTCCTGGTGAAGGTGT
template sequence ConstructB_primer46

GCGGGTACAGATAACCTGATCTACCAAGTGGCTA-AACGGACCGCAGATTTGTACGGAAAAGAAATGCCTCCTGTCCATGTGAAGGTGT
ch168_1

aligned sequence ch168 + B

GCGGGTACAGATAACCTGATCTACCAGGTGGCTTAAACGGACCGCAGATTTGTACGGAAAAGAAATGCCTCCTGTCCTGGTGAAGGTGT
aligned sequence constructB_primer46


