(from 3419-3618 bp) 16. 10. 2021 12:09:28
Template Alignment: ConstructB_primer46

CCCGTGTAGAAGGCGTGTTTGCAGAACCAGGTTCTTGCGCGTCTATCGCAGGAGKGCTGAAACAGGTGAAATCCGGAGAAATTCCGAAAGGCAGCAAGGT

template sequence ConstructB_primer46

cccgtgtagaaggegtgtttgcagaaccaggttettgegegtctatcgecaggagtgctgaaacaggtgaaateccggagaaattccgaaaggecagecaaggt
3» thrC CDS (threonine synthase) »3
Integration site

aligned sequence ch168 + B

mm.m.dMmthMmMAh.t_lmﬁmgiﬂLumlMhhL«Mmmumu

CCCGTGTAGAAGGCGTGTTTGCAGAACCAGGTTCTTGCGCGTCTATCGCAGGAGKGCTGAAACAGGTGAAATCCGGAGAAATTCCGAAAGGCAGCAAGGT

aligned sequence constructB_primer46

CGTAGCTGTGTTAACAGGAAACGGACTGAAAGATCCGAACACAGCGGTCGACATTTCAGAAATCAAGCCTGTCACATTGCCGACTGATGAAGACAGCATC

template sequence ConstructB_primer46

cgtagctgtgttaacaggaaacggactgaaagatccgaacacageggtcgacatttcagaaatcaagectgtcacattgecgactgatgaagacageatce

3» thrC CDS (threonine synthase) »3
Integration site

aligned sequence ch168 + B

AAM“Jtmn.dMﬂhmgmﬂAAAA.AA.ummhm,lumﬂmdu,mnmmhmmdmmA

CGTAGCTGTGTTAACAGGAAACGGACTGAAAGATCCGAACACAGCGGTCGACATTTCAGAAATCAAGCCTGTCACATTGCCGACTGATGAAGACAGCATC

aligned sequence constructB_primer46
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Template Alignment: ConstructB_primer46 (from 3619-3818 bp) 16. 10. 2021 12:09:28

CTTGAATATGTWAAAGGAGCGGCCCGTGTATGAACGAAGCCGACATGCTGTTCTCTGTCACTGTTCCCGGAAGCACAGCTAACCTAGGCCCCGGCTTTGA

template sequence ConstructB_primer46

cttgaatatgtaaaaggagcggecccgtgtatgaacgaagecgacatgetgttctetgtcactgttcccggaagcacagectaacctaggeccecggetttga

3» thrC CDS (threonine synthase) ) thrB gene »$
Integration site

aligned sequence ch168 + B

,“AAA‘AL&A‘“AHAAAM“AJ“A“AA.“AAAAA‘M““‘AAAAA“AAzA“AAAM“AAALAMA‘.M“AAJAM‘“A_““

CTTGAATATGTWAAAGGAGCGGCCCGTGTATGAACGAAGCCGACATGCTGTTCTCTGTCACTGTTCCCGGAAGCACAGCTAACCTAGGCCCCGGCTTTGA

aligned sequence constructB_primer46

TTCAGTCGGAATGGCGCTCAGCAGATATTTGAAGCTGACCGTCTTTGAAAGCGACAAATGGTCTTATGAGGCTGAAACAGAAACAGTCGCCGGAATTCCG

template sequence ConstructB_primer46

ttcagtcggaatggcgctcagcagatatttgaagetgaccgtctttgaaagegacaaatggtcttttgaggectgaaacagaaacagtcgecggaattCCa
> thrB gene >
Integration site =

aligned sequence ch168 + B

TTCAGTCGGAATGGCGCTCAGCAGATATTTGAAGCTGACCGTCTTTGAAAGCGACAAATGGTCTTATGAGGCTGAAACAGAAACAGTCGCCGGAATTCCG

aligned sequence constructB_primer46
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Template Alignment: ConstructB_primer46 (from 3819-3907 bp) 16. 10. 2021 12:09:28

GCGGGTACAGATAACCTGATCTACCAGGTGGCTTAAACGGACCGCAGATTTGTACGGAAAAGAAATGCCTCCTGTCCTGGTGAAGGTGT

template sequence ConstructB_primer46

GCGGGTACAGATAACCTGATCTACCAAGTGGCTA-AACGGACCGCAGATTTGTACGGAAAAGAAATGCCTCCTGTCCATGTGAAGGTGT
3 ch168_1 «$
aligned sequence ch168 + B

GCGGGTACAGATAACCTGATCTACCAGGTGGCTTAAACGGACCGCAGATTTGTACGGAAAAGAAATGCCTCCTGTCCTGGTGAAGGTGT

aligned sequence constructB_primer46
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