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Template Alignment: ConstructB_primer51

AATAAAWGGAATATCCTGGGGCCACAAGCTGGGAATATAATTTTAAKAGCCACAACGTCTACATCACAGCGGACAAACAGAAAAATGGCATTAAAGCGAA
template sequence ConstructB_primer51

AGAAGATGGAAATATCCTGGGCCACAAGCT-GGAATATAATTTTAATAGCCACAACGTCTACATCACAGCGGACAAACAGAAAAATGGCATTAAAGCGAA
sfGFP

aligned sequence ch168 + B

AATAAAWGGAATATCCTGGGGCCACAAGCTGGGAATATAATTTTAAKAGCCACAACGTCTACATCACAGCGGACAAACAGAAAAATGGCATTAAAGCGAA
aligned sequence ConstructB_primer51

CTTCAAGATTCRCCATAATGTKGAAGATGGYTCRGTTCAACTGGCAGATCATTATCAACAAAACACACCGATTGGAGATGGACCGGTTCTGCTGCCGGAT
template sequence ConstructB_primer51

CTTCAAGATTCGCCATAATGTTGAAGATGGCTCAGTTCAACTGGCAGATCATTATCAACAAAACACACCGATTGGAGATGGACCGGTTCTGCTGCCGGAT
sfGFP

aligned sequence ch168 + B

CTTCAAGATTCRCCATAATGTKGAAGATGGYTCRGTTCAACTGGCAGATCATTATCAACAAAACACACCGATTGGAGATGGACCGGTTCTGCTGCCGGAT
aligned sequence ConstructB_primer51
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AATCATTATCTGTCAACACAATCAGTCCTGAGCRAAGATCCGAATGAAAAACGCGATCACATGGTCCTGCTGGAATTTGTTACAGCRGCAGGCATTACAC
template sequence ConstructB_primer51

AATCATTATCTGTCAACACAATCAGTCCTGAGCAAAGATCCGAATGAAAAACGCGATCACATGGTCCTGCTGGAATTTGTTACAGCAGCAGGCATTACAC
sfGFP

aligned sequence ch168 + B

AATCATTATCTGTCAACACAATCAGTCCTGAGCRAAGATCCGAATGAAAAACGCGATCACATGGTCCTGCTGGAATTTGTTACAGCRGCAGGCATTACAC
aligned sequence ConstructB_primer51

ATGGCATGGATGAACTGWACAAGTAATAATAAAAGGTCCCGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGKTTATATACTAGAGAGAGAATATA
template sequence ConstructB_primer51

ATGGCATGGATGAACTGTACAAGTAATAATAAAAGGTCCCGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATATACTAGAGAGAGAATATA

Bidirectional terminatorsfGFP Spacer ...h 15 bp

aligned sequence ch168 + B

ATGGCATGGATGAACTGWACAAGTAATAATAAAAGGTCCCGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGKTTATATACTAGAGAGAGAATATA
aligned sequence ConstructB_primer51
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AAAAGCCAGATTATTAATCCGGCTTTTTTATTATTTGGATCCGAAGGCAGCAGTTTTTTGGCCTTCAATGCGGTAAGGGTTGACTGASTTGACAAGGGCA
template sequence ConstructB_primer51

AAAAGCCAGATTATTAATCCGGCTTTTTTATTATTTGGATCcgaaggcagcagttttttggccttcaatgcggtaagggttgactgagttgacaagggca

Integration site
pDG1664
thrC gene

Bidirectional terminator

aligned sequence ch168 + B

AAAAGCCAGATTATTAATCCGGCTTTTTTATTATTTGGATCCGAAGGCAGCAGTTTTTTGGCCTTCAATGCGGTAAGGGTTGACTGASTTGACAAGGGCA
aligned sequence ConstructB_primer51

ATCGRTGATTTCTCACAGATGGAACGGACAATTTTAAGCGCATCGWCAAAGTTTCCGTCAATTGCGATAATCTCGGCTCCGTACATGACAGCTTGAGCGA
template sequence ConstructB_primer51

atcggtgatttctcacagatggaacggacaattttaagcgcatcgtcaaagtttccgtcaattgcgataatctcggctccgtacatgacagcttgagcga

Integration site
pDG1664
thrC gene

aligned sequence ch168 + B

ATCGRTGATTTCTCACAGATGGAACGGACAATTTTAAGCGCATCGWCAAAGTTTCCGTCAATTGCGATAATCTCGGCTCCGTACATGACAGCTTGAGCGA
aligned sequence ConstructB_primer51
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GTTTTCCAAATGCAATTTTTCCGTTCGGGATGATGACAATGCATTTCATGTTARCASGGGCTGCATATGCTGCCGCAGCAGCGGAAGWGTTACCTGTTGA
template sequence ConstructB_primer51

gttttccaaatgcaatttttccgttcgggatgatgacaatgcatttcatgttagcacgggctgcatatgctgccgcagcagcggaagtgttacctgttga

Integration site
pDG1664
thrC gene

aligned sequence ch168 + B

GTTTTCCAAATGCAATTTTTCCGTTCGGGATGATGACAATGCATTTCATGTTARCASGGGCTGCATATGCTGCCGCAGCAGCGGAAGWGTTACCTGTTGA
aligned sequence ConstructB_primer51

CGCGCACATAATCGTGTCATTGCCTTCTTCTTTTGCCTTTGCCACAGCCATAACCATTCCGCGATCTTTAAATGATCCCGTAGGATTGACGCCTTCCGTT
template sequence ConstructB_primer51

cgcgcacataatcgtgtcattgccttcttcttttgcctttgccacagccataaccattccgcgatctttaaatgatcccgtaggattgacgccttccgtt

Integration site
pDG1664
thrC gene

aligned sequence ch168 + B

CGCGCACATAATCGTGTCATTGCCTTCTTCTTTTGCCTTTGCCACAGCCATAACCATTCCGCGATCTTTAAATGATCCCGTAGGATTGACGCCTTCCGTT
aligned sequence ConstructB_primer51
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TTGACATGAAGCTCAATTCCGAGCTGCTCAGACAGCTTCGGCAGGTGAATAAGAGGTGTGTTTCCTTCATGTAAAGTTAGCGCCGGTGTT
template sequence ConstructB_primer51

ttgacatgaagctcaattccgagctgctcagacagcttcggcaggtgaataagaggtgtgtttccttcatgtaaagttagcgccggtgtt

Integration site
pDG1664
thrC gene

aligned sequence ch168 + B

TTGACATGAAGCTCAATTCCGAGCTGCTCAGACAGCTTCGGCAGGTGAATAAGAGGTGTGTTTCCTTCATGTAAAGTTAGCGCCGGTGTT
aligned sequence ConstructB_primer51


