(from 1982-2181 bp) 15.10. 2021 22:34:36
Template Alignment: ConstructB_primer51

AATAAAWGGAATATCCTGGGGCCACAAGCTGGGAATATAATTTTAAKAGCCACAACGTCTACATCACAGCGGACAAACAGAAAAATGGCATTAAAGCGAA

template sequence ConstructB_primer51

AGAAGATGGAAATATCCTGGGCCACAAGCT=GGAATATAATTTTAATAGCCACAACGTCTACATCACAGCGGACAAACAGAAAAATGGCATTAAAGCGAA

sfGFP
aligned sequence ch168 + B

A g Aot A ettt et e e Ve

AATAAAWGGAATATCCTGGGGCCACAAGCTGGGAATATAATTTTAAKAGCCACAACGTCTACATCACAGCGGACAAACAGAAAAATGGCATTAAAGCGAA

aligned sequence ConstructB_primer51

CTTCAAGATTCRCCATAATGTKGAAGATGGYTCRGTTCAACTGGCAGATCATTATCAACAAAACACACCGATTGGAGATGGACCGGTTCTGCTGCCGGAT

template sequence ConstructB_primer51

CTTCAAGATTCGCCATAATGTTGAAGATGGCTCAGTTCAACTGGCAGATCATTATCAACAAAACACACCGATTGGAGATGGACCGGTTCTGCTGCCGGAT

sfGFP
aligned sequence ch168 + B

thmuuhmumhmhAmmlhmtmum.ummmmAuumuhuh,hm_l

CTTCAAGATTCRCCATAATGTKGAAGATGGYTCRGTTCAACTGGCAGATCATTATCAACAAAACACACCGATTGGAGATGGACCGGTTCTGCTGCCGGAT

aligned sequence ConstructB_primer51
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Template Alignment: ConstructB_primer51 (from 2182-2381 bp) 15. 10. 2021 22:34:36

AATCATTATCTGTCAACACAATCAGTCCTGAGCRAAGATCCGAATGAAAAACGCGATCACATGGTCCTGCTGGAATTTGTTACAGCRGCAGGCATTACAC

template sequence ConstructB_primer51

AATCATTATCTGTCAACACAATCAGTCCTGAGCAAAGATCCGAATGAAAAACGCGATCACATGGTCCTGCTGGAATTTGTTACAGCAGCAGGCATTACAC

sfGFP
aligned sequence ch168 + B

mm.nAmum.um"uﬂlmumnum“x‘mmm‘mhmmmm“.m.mm

AATCATTATCTGTCAACACAATCAGTCCTGAGCRAAGATCCGAATGAAAAACGCGATCACATGGTCCTGCTGGAATTTGTTACAGCRGCAGGCATTACAC

aligned sequence ConstructB_primer51

ATGGCATGGATGAACTGWACAAGTAATAATAAAAGGTCCCGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGKTTATATACTAGAGAGAGAATATA

template sequence ConstructB_primer51

ATGGCATGGATGAACTGTACAAGTAATAATAAAAGGTCCCGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGTTTATATACTAGAGAGAGAATATA
[

sfGFP Spacer ...h 15 bp \ Bidirectional terminator »$
aligned sequence ch168 + B

.lhmlhuh&“mmmmmmMlAhuﬂhJ,Mmm‘mJMMMMMAMAKM&“M

ATGGCATGGATGAACTGWACAAGTAATAATAAAAGGTCCCGTCACACTGGCTCACCTTCGGGTGGGCCTTTCTGCGKTTATATACTAGAGAGAGAATATA

aligned sequence ConstructB_primer51
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Template Alignment: ConstructB_primer51 (from 2382-2581 bp) 15. 10. 2021 22:34:36

AAAAGCCAGATTATTAATCCGGCTTTTTTATTATTTGGATCCGAAGGCAGCAGTTTTTTGGCCTTCAATGCGGTAAGGGTTGACTGASTTGACAAGGGCA

template sequence ConstructB_primer51

AAAAGCCAGATTATTAATCCGGCTTTTTTATTATTTGGATCcgaaggcagecagttttttggecttcaatgeggtaagggttgactgagttgacaagggca

< thrC gene <3
\ pDG1664 3
3» Bidirectional terminator P Dt Integration site

aligned sequence ch168 + B

\ T A

AAAAGCCAGATTATTAATCCGGCTTTTTTATTATTTGGATCCGAAGGCAGCAGTTTTTTGGCCTTCAATGCGGTAAGGGTTGACTGASTTGACAAGGGCA

aligned sequence ConstructB_primer51

ATCGRTGATTTCTCACAGATGGAACGGACAATTTTAAGCGCATCGWCAAAGTTTCCGTCAATTGCGATAATCTCGGCTCCGTACATGACAGCTTGAGCGA

template sequence ConstructB_primer51

atcggtgatttctcacagatggaacggacaattttaagcgcatcgtcaaagtttccgtcaattgegataatcteggetceccgtacatgacagettgagega

X thrC gene <
st pDG1664 g
Integration site

aligned sequence ch168 + B

“M.AAAWA“AMAML“ﬂl‘AA‘M‘“AAJM“AJﬂh‘“‘.@l&“‘hA&“&‘“ﬂAA“AA“A‘A“OAAA“.“MA

ATCGRTGATTTCTCACAGATGGAACGGACAATTTTAAGCGCATCGWCAAAGTTTCCGTCAATTGCGATAATCTCGGCTCCGTACATGACAGCTTGAGCGA

aligned sequence ConstructB_primer51
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Template Alignment: ConstructB_primer51 (from 2582-2781 bp) 15. 10. 2021 22:34:36

GTTTTCCAAATGCAATTTTTCCGTTCGGGATGATGACAATGCATTTCATGTTARCASGGGCTGCATATGCTGCCGCAGCAGCGGAAGWGTTACCTGTTGA

template sequence ConstructB_primer51

gttttccaaatgcaatttttccgttcgggatgatgacaatgcatttcatgttagcacgggectgcatatgetgecgcagecageggaagtgttacctgttga

3 thrC gene «$
T pDG1664 nz
Integration site

aligned sequence ch168 + B

M‘Mm&.muhmm.m..th.nmmmmhAAMAummﬂ“&mmA.MMAMMM

GTTTTCCAAATGCAATTTTTCCGTTCGGGATGATGACAATGCATTTCATGTTARCASGGGCTGCATATGCTGCCGCAGCAGCGGAAGWGTTACCTGTTGA

aligned sequence ConstructB_primer51

CGCGCACATAATCGTGTCATTGCCTTCTTCTTTTGCCTTTGCCACAGCCATAACCATTCCGCGATCTTTAAATGATCCCGTAGGATTGACGCCTTCCGTT

template sequence ConstructB_primer51

cgcgcacataatcgtgtcattgecttcttcttttgectttgeccacageccataaccattecgegatctttaaatgateccgtaggattgacgecttecgtt

X thrC gene <
st pDG1664 g
Integration site

aligned sequence ch168 + B

e

CGCGCACATAATCGTGTCATTGCCTTCTTCTTTTGCCTTTGCCACAGCCATAACCATTCCGCGATCTTTAAATGATCCCGTAGGATTGACGCCTTCCGTT

aligned sequence ConstructB_primer51
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Template Alignment: ConstructB_primer51 (from 2782-2871 bp) 15. 10. 2021 22:34:36

L L L P L L L L LT
TTGACATGAAGCTCAATTCCGAGCTGCTCAGACAGCTTCGGCAGGTGAATAAGAGGTGTGTTTCCTTCATGTAAAGTTAGCGCCGGTGTT

template sequence ConstructB_primer51

ttgacatgaagctcaattccgagctgctcagacagettcggcaggtgaataagaggtgtgtttecttcatgtaaagttagegeecggtgtt

3 thrC gene «$
T pDG1664 nz
Integration site

aligned sequence ch168 + B

L e

TTGACATGAAGCTCAATTCCGAGCTGCTCAGACAGCTTCGGCAGGTGAATAAGAGGTGTGTTTCCTTCATGTAAAGTTAGCGCCGGTGTT

aligned sequence ConstructB_primer51
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