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Figure. Plasmid map of pC0061 PsmCas13 (B05)His6-TwinStrep-SUMO-Bsal

Protein sequence (N to C terminal) of His-SUMO-Cas13b-Psm:

AAAIIIITAAAWCRAAATWLAGAIRSLKKVVVAVVVQVVVHGHTLSLRKCRT
QKSIKKLSQRSSQKSSLRLTSIRCPMDLQRSSSRSKRPLLEGWKRSLKDRVRK
WTPDSCTTVLESKLIRPLKIWTWRITILLRLTENRLVDLCLRSARSSARRRSGD
CRRPISPSLPASTCSAPTLIWPEQTLKPSTTSCLSPAGATIARIRSTRCCTHCSSR
QDAMRSPQSRSSGRRSCGTQSSRPSFRSCCSSTFQCWDQWQTWQITRPITRRR
APCRQRTRHSPCRACPWPTAWISSVWPIPQSVPTSTQPRTLITSQASWPISTCT
RRSPRSWTRWWWPPGASRIGRACLMRWSSPASITCTRRCRTSSATPRRMAKK
PSWSTTTSTSRSPASGWMATQPQRTISPMTPCCLPCLTSACCTSACCFASPMPS
CLSMRCACSSTLLLTIRRTSCLRCASIGSEHPGCTRSTPTILRPPWPWTSSASCG
DVLWSCITCWTRTPASHSFTMRSTQTLTPPTASGDTTIAFLHWPCGISMRQSC
SSGSDFSCSWAASATSFMIRRIASTAGEGASRRRSTATAECRRWPTRGWISGA
TSRRGRSAASWSTRSCISIWTSSWRTPPIPHLTPIDGPPIISTPTGSACTGRTPRIL
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SSTRCLMRTACISPSWWPRTRRPLSRCQHLGVHACTTCQPCCSTSICGSSRITS
FPAPSRSSSSTRTIIASSLRPWPRASSPSSGPRSSGTFRRSTQSCGWPISPRSCSCF
CAATACATTISPRQCMSGWTDPCSTWRRESCTSRTGWSTTRRTEISAIRTTSM
ARRASPMCATAPWPDTWHRAWSGSPQSRIRRRATTSPAIITCQPTWQPMATH
RCLRRASPLEHWSRCSMPTSAAPIHTPLSTRCWPWAIGTSRSCTCTIWRRSSTS
GPASSLAPTLATRPCPPCHSSTTIGDTTSAPARRWPWPHGIPQSSCQTACLHPT
SWRSCRSTIPRTAICRTPCLRTCLSIQPATPPTSHCSIRPCRTMPSPSTCPIRPIQE
TRTARRPSLSALRGPTSCSLCTITRRTHSPLRSLCFPAMRSRRDCPPSCWTAMA
ILCQKWERRASQPQTARATPSGRGASTPRWTIMPRSPTAIRSPSRASGRSCLG
GSRIRSSSGGTRHGGRCGTSCCRGCHATSGTSRIMRGHCGDIRPRIWCCSCWP
RRCLPISSPSSLASSTGSRGCLRCATRPSDRPPSGCPQWARQQSTWSRRICLRT
TASSIAFQTIGACITSWRHSPMRTATWSSDTQT*ASWPPTTSIGLPSSCSRASRT
SSQITPCWTIQTPMASGERICPRGITLPPCWSSISITWSPTMSASCWWPSPTPSA
PIPTTSIFPSRT*STCPRWPRASCSTCSLCWAWRSP




