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Figure. Plasmid map of pET-28a(+)-6xHis Twinstrep-SUMO-CcaCas13b

Protein sequence (N to C terminal) of His-SUMO-Cas13b-Cca:

AAAIIIITAAAWCRAAAIWLAGAIRSLKKVVVAVVVQVVVHGHTLSLRKCRT
QKSIKKLSQRSSQKSSLRLTSIRCPMDLQORSSSRSKRPLLEGWKRSLKDRVRKWT
PDSCTTVLESKLIRPLKIWTWRITILLRLTENRLVGSMKNIQRLGKGNEFSPFK
KEDKFYFGGFLNLANNNIEDFFKEIITRFGIVITDENKKPKETFGEKILNEIFKK
DISIVDYEKWVNIFADYFPFTKYLSLYLEEMQFKNRVICFRDVMKELLKTVEA
LRNFYTHYDHEPIKIEDRVFYFLDKVLLDVSLTVKNKYLKTDKTKEFLNQHIG
EELKELCKQRKDYLVGKGKRIDKESEIINGIYNNAFKDFICKREKQDDKENHN
SVEKILCNKEPQNKKQKSSATVWELCSKSSSKYTEKSFPNRENDKHCLEVPIS
QKGIVFLLSFFLNKGEIYALTSNIKGFKAKITKEEPVTYDKNSIRYMATHRMEFS
FLAYKGLKRKIRTSEINYNEDGQASSTYEKETLMLQMLDELNKVPDVVYQNL
SEDVQKTFIEDWNEYLKENNGDVGTMEEEQVIHPVIRKRYEDKFNYFAIRFL
DEFAQFPTLRFQVHLGNYLCDKRTKQICDTTTEREVKKKITVFGRLSELENKK
AIFLNEREEIKGWEVFPNPSYDFPKENISVNYKDFPIVGSILDREKQPVSNKIGI




iGEM 2020 ZJUT_China_B Cas 13 protein informations

RVKIADELQREIDKAIKEKKLRNPKNRKANQDEKQKERLVNEIVSTNSNEQG
EPVVFIGQPTAYLSMNDIHSVLYEFLINKISGEALETKIVEKIETQIKQIGKDAT
TKILKPYTNANSNSINREKLLRDLEQEQQILKTLLEEQQQREKDKKDKKSKRK
HELYPSEKGKVAVWLANDIKRFMPKAFKEQWRGYHHSLLQKYLAYYEQSK
EELKNLLPKEVFKHFPFKLKGYFQQQYLNQFYTDYLKRRLSYVNELLLNIQN
FKNDKDALKATEKECFKFFRKQNYIINPINIQIQSILVYPIFLKRGFLDEKPTMI
DREKFKENKDTELADWFMHYKNYKEDNYQKFYAYPLEKVEEKEKFKRNKQ
INKQKKNDVYTLMMVEYIIQKIFGDKFVEENPLVLKGIFQSKAERQQNNTHA
ATTQERNLNGILNQPKDIKIQGKITVKGVKLKDIGNFRKYEIDQRVNTFLDYEP
RKEWMAYLPNDWKEKEKQGQLPPNNVIDRQISKYETVRSKILLKDVQELEKII
SDEIKEEHRHDLKQGKYYNFKYYILNGLLRQLKNENVENYKVFKLNTNPEKV
NITQLKQEATDLEQKAFVLTYIRNKFAHNQLPKKEFWDYCQEKYGKIEKEKT
YAEYFAEVFKREKEALIK




