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Sequencing check

All plasmids correct:
E10 (#6), E11 (#6), E12 (#7), E9 (#2), E8 (#4)

Transfection

Table1

1 2 3 4 5 6

H100, H100, H100, H100, AM150, AM150,
A MeM100 MeM100 MeM100 MeM100 MeM100 MeM100,
,M300 ,M300 ,M300 ,M300 ,M250 M250

H100, H100, H100, H100,
AM150, AM150, AM150, AM150,
MeM100 MeM100 MeM100 MeM100,
,M150 ,M150 ,M150 M150

AL150, AL150,
MeM100 MeM100,

AM150, AM130,
B  MeM100 MeM100
,M250 , M250

H100, H100, H100, H100,
C AM150, AM150, AM150, AM150,

,H100, H100,
M250 M250 M250 M250 M150 M150
AL150, AL150,

MeM100 MeM100

D Hioo, ,Hiop, MO0 MS00PBS - PBS
M150 M150

Abreviations:

AL = Adapter with L7Ae (E10)

AM = Adapter with MCP (E11)
MeL = Message fluc_C/D box (E9)
MeM = Message fluc_MS2 (E8)

H = Handle Lamp2b-Hisx6 (E12)
M = Mock DNA

B = Booster (E1)

e.g. 150 --> 150ng of plasmid etc

HEK293T splitting_and seeding (p14)
Cells were seeded (60.000 per well, 800ul media) according to transfection scheme below.
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