
BBrickIt: Survey results
iGEM Team ICT-Mumbai conducted a survey to gauge the need for an all in one Bio-Bricking 
program such as BBrickIt.

We gained the following information from the survey:

How many parts do teams submit?
From the survey results, we gauged that teams submit anywhere from 1 to 50 parts for each 
iGEM competition. This means that teams would often have to go through multiple iterations of 
validating their part before submission. An all in one program would definitely be helpful.

Which softwares do teams use for checking the 
presence of illegal or avoidable sites in their gene 
sequence?
Teams use a variety of softwares which include NEB Cutter, Snapgene Viewer, Bioneer, 
Benchling, Geneious, Snapgene Reader to name a few. Although these softwares are highly 
competent in performing their function of checking for restriction sites, they do not cater to the 
specific needs of the iGEM community for validating a part. They do not provide the specific 
Prefix and suffix to be added, nor do all of them suggest replacement of the illegal sites. All 
teams surveyed reported that they add the prefix and suffix manually. Teams reported shuttling 
between up to 3 programs for the validation of their part.

How much time does it take to Bio-Brick a part?
Few teams (2 out of 6) are wizards when it comes to familiarity with BioBrick RFC 10 standards 
and are adept at dealing with their sequence. They do not take more than 15 min to generate 
the BioBricked sequence. However 67% of teams reported times greater than 1 hour with some 
of them even taking up to 5 hours! This indicates that current methods are inefficient and time-
consuming and need to be changed.

Enthusiasm towards our program
We asked the teams they use a software that would enable them to carry out all required 
activities in one single program. 100% of the teams said YES! This was encouraging and led to 
further development and dedicated efforts towards the program.

Suggestions for additional functionality
The teams suggested various additional features they would like to see on this program.
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These included Primer design features, automatic addition of scar sequences and suitable 
primer binding sites among others.

Conclusion
The survey results convinced us of the requirement of a program like BBrickIt and provided us 
with the impetus for improving it further. We would like to thank all the teams who contributed by 
replying honestly to the survey.

iGEM Team ICT-Mumbai �  of �2 2


