
Before starting: safety considerations 

Using Printeria you are going to produce GMOs. You must know and 

understand that all outputs must be eliminated according to your country's legislation. The 

Valencia UPV iGEM team is not responsible for the misuse of Printeria.  

 

To avoid electric shocks and burns, be careful when handling Printeria. Do not 

touch electrical circuits without adequate protection. Do not expose Printeria to rain or 

moisture of any kind. 

Should you have any question, please contact with the device administrator. 

How to start 

1. Connect Printeria to the electrical current through the power supply (1). 

2. Connect Printeria to a local network wired or wirelessly. You can do so either with an 

ethernet cable connected to both Printeria (2) and the router or with a Wi-Fi 

connection. 

3. Introduce the inventory (3) in Printeria. 

4. In order to access the controller, write in the browser the raspberry Pi’s IP address 

follow by the port (4.1, 4.2). 

5. Log in to the account that your organization has provided to you. 

 

 

 

 

 

 



 

 

New Job Tab 

 

 

Click on Historical Activities (1) to see the latest printeria jobs, the job in progress and the 

jobs queued. 

In New Job (2) we can do the design of the transcriptional unit that is going to be 

assembled, besides being able to change the etooxperimental conditions of the assembly 

reaction. 

Click on Recipes (3) to see jobs already done and the experimental data of those jobs. You 

can also find pre-designed transcriptional units with the expected characteristics and start 

the "printing" of that composite part. 



Click on Inventory (4) to review the available parts and the number of possible reactions. 

Also, here you can modify the inventory content with other Printeria DNA toolkits. 

In case you want to see or modify your user information, you would be able to do so by 

clicking on User > Account Settings (5) 

To start a "print" select a promoter, an RBS, a CDS and a terminator.  Then you can see a 

prediction of the result of printing the transcriptional unit that you have selected by clicking 

on Show modelling results (6), save this Transcriptional unit as a recipe (7), print the 

trascriptional unit (8) or print and save (9). 

You can also click on more options (10) and the different reaction conditions that you can 

modify will be displayed:  

Advanced Options Menu 

 

• By clicking on Add Hot Cycle (1) you can add a cycle at a temperature higher than 

25ºC. 

• By clicking on Add Cold Cycle (2) you can add a cycle at a temperature lower than 

25ºC. 

• By clicking Add Complete Cycle (3) you can add a cold cycle and a hot cycle that 

repeat the number of times you select in Repetitions (4). 



 

 

 

 

Possible errors 

 

1. This error appears if you have forgotten to fill in any of the fields required to start 

printing. 

2. This error appears if you have forgotten to fill in any of the fields necessary to show 

the simulation. 

3. This error appears if any of the selected components is not available in the 

inventory. 

 

 

 

 



 

 

 

 

 

 

 



Historical Activities Tab

 
In the Historical Activities Tab you would be able to monitor the printing process, check the 

job queue and access the experimentation results of the finished jobs. 

Once a job has been enqueued, it will have the default status “To Do”. In this state, you can 

either edit the job information or delete the job.  

When a job is ready to be dequeued, the job can be sent to be printed, changing its status 

to “Doing”. 

In case that, before executing the job,  the parts are not available anymore, the job’s status 

will be changed to “Missing”, indicating that some of the parts could not be found in the 

inventory. 

If all the parts are available, all the information of the job will be sent to the device and the 

printing process will start. During the execution, the software will store all the information 

retrieved from the device and the experimentation results will be generated. 

In this status, it is possible to cancel the job, in case there is any kind of problem during the 

execution. Its status will be changed to “Cancelled” and the next job will be dequeued to 

start its excution. 

Finally, when the job has finished, its status will change to “Done”. By clicking in the chart 

icon, you will go to the experimentation results page, where you will find all the job’s 

information and the collected data, ready to be examined.  



There is also the possibility of printing the obtained results. You will be able to do so by 

clicking in the “Print Results” button. 

 

 

  



Recipes Tab 

 
Click on Show details (1) to see the results of the previous experimentation with this recipe. 

Click on Print recipe (2) to be redirected to the new job tab with the selected recipe parts. 

Click on Delete recipe (3) to delete the data of this recipe 

 

 

 

 

 

 

 

 



 

Inventory Tab 

 

Click on Recharge (1) if you are adding a pipette tip with the same part that was in that 

position. 

Click on Change part (2) if you are adding another part. A pop up will appear and you will 

have to indicate which part is. 

Click on parameters (3) to see the details of this part. 

Click on delete (4) if you are taking the pipette tip out of that position 



In the add parts to BD section you can add promoters (5.1), RBS (5.2), CDS (5.3), Terminators 

(5.4) and bacterial Chasis (5.5) to the Printeria database. You will be asked about the 

properties of the part. You can also add parts to the database by uploading csv files in the 

Add multiple parts to BD section.  The format of the csv must be as indicated in (6). 
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