CLUSTAL 2.1 multiple sequence alignment
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CNANATGATTTNNTTTGACTGATAGTGACCTGTTCGTTGCAACAAATTGATGAGCAATGC

TTTTTTATAATGCCAACTTTGTACAAAAAAGTTGGCACCGATCTTAAGGCTAGAGTACTA

ATACGACTCACTATAGGGAATACAAGCTACTTGTTCTTTTTGCACTCGAGAATTCGCCAT

CATGTCCAGATTAGATAAAAGTAAAGTAATTAACAGCGCATTAGAGCTGCTTAATGAGGT
—-ATGTCCAGATTAGATAAAAGTAAAGTGATTAACAGCGCATTAGAGCTGCTTAATGAGGT
Hokkkkkhhkkkhkkhhkkhhkhhhhkhhhk khkhhkhkhhhhhhhhhkhkhkhhhkhhhkhkk*x

CGGAATCGAAGGTTTAACAACCCGTAAACTCGCCCAGAAGCTAGGTTTCGAGCAGCCTAC
CGGAATCGAAGGTTTAACAACCCGTAAACTCGCCCAGAAGCTAGGTNNNGAGCAGCCTAC

hkkkokkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkk ok ko kok ok ok ok K ok

ATTGTATTCGCATGTAAAAAATAAGCGGGCTTTGCTCGACGCCTTAGCCATTGAGATGTT
ATTGTATTGGCATGTAAAAAATAAGCGGGCTTTGCTCGACGCCTTAGCCATTGAGATGTT
hokkkkkkk kkkkkkkkkkkkkkkkkkkkhkkkhkkkkkkkkkkkkkkkkkkkkkkkkk*k

AGATAGGCACCATACTCACTTTTGCCCTTTAGAAGGGGAAAGCTGGCAAGATTTTTTACG

AGATAGGCACCATACTCACTTTTGCCCTTTAGAAGGGGAAAGCTGGCAAGATTTTTTACG
hkkkkkkkkkkhkhkkhhkhhhkhhhkhhhhhkhhhkhhhkhkkkhkhkhkhkkkhhk k%

TAATAACGCTAAAAGTTTTAGATGTGCTTTACTAAGTCATCGCGATGGAGCAAAAGTACA

TAATAACGCTAAAAGTTTTAGATGTGCTTTACTAAGTCATCGCGATGGAGCAAAAGTACA
hkkkkkkkkhkkkhkhkhkhkhkhhhkkhhkhhkhkhhhkkhhkkkhkkhhkkkhkkkhkk &k

TTTAGGTACACGGCCTACAGAAAAACAGTATGAAACTCTCGAAAATCAATTAGCCTTTTT
TTTAGGTACACGGCCTACAGAAAAACAGTATGAAACTCTCGAAAATCAATTAGCCTTTTT
hkkkkkkkkkkkkhkkkhkhhhhhkhkhkhhhkhhhkhhhkhkhkhhhkhkkhkkkhhkk k%

ATGCCAACAAGGTTTTTCACTAGAGAATGCATTATATGCACTCAGCGCTGTGGGGCATTT
ATGCCAACAAGGTTTTTCACTAGAGAATGCATTATATGCACTCAGCGCTGTGGGGCATTT

hkkkokkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkkk k&

TACTTTAGGTTGCGTATTGGAAGATCAAGAGCATCAAGTCGCTAAAGAAGAAAGGGAAAC

TACTTTAGGTTGCGTATTGGAAGATCAAGAGCATCAAGTCGCTAAAGAAGAAAGGGAAAC
hkkkkhkkkhkkkhkkkkhkkkkkkhkhkkhkhkkhhkkhkkkhkkkhkkkhkkkhkkkhkk*

ACCTACTACTGATAGTATGCCGCCATTATTACGACAAGCTATCGAATTATTTGATCACCA

ACCTACTACTGATAGTATGCCGCCATTATTACGACAAGCTATCGAATTATTTGATCACCA
hkkkkkkkkkkkkhkkhkhkhhhhhhhkhhhhhkhhhkhhhkhkhkhkhkhkhkkkhkk k&

AGGTGCAGAGCCAGCCTTCTTATTCGGCCTTGAATTGATCATATGCGGATTAGAAAAACA

AGGTGCAGAGCCAGCCTTCTTATTCGGCCTTGAATTGATCATATGCGGATTAGAAAAACA
ok kkokkkkkkkkkkkkkkkkkkkkkkkkkkkkk ko kkkkkkkkkkkkkkkkkkkdkkkx

ACTTANATGTGAAAGTGGGTCTGGGGGTTCTCATCATCATCATTAATAACGACTCAGGCT
ACTTAAATGTGAAAGTGGGTCT
kkkkk kkkkkkkkkkkkkkkok

GCTACAANAAAAAAAAAANAAAAAAANAAAAAAACTAGCATAACCCCTTGGGGCCTCTAA

ACGGGTCTTGAGGGGTTTTTTGTTGCCAACTTTCTTGTACAAAGTTGGCATTATAANAAA

GCATTGCTTATCAATTTGTTGCAACGAACAGGTCACTATCAGTCAAAATAAA 1012
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Commentaire [1]: Codes for serine
instead of tryptophane
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