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Differential Equation System
“FILTER”

1 Rate Laws

1.1 Reaction:re2

v = d . [83] (1)
1.2 Reaction:re6

V2 = dgeslotenmRNAT7 : [59] (2)

1.3 Reaction:rel0
v3 = dpr; - [s19] (3)

1.4 Reaction:rel2
vy = [s1] - [830] 4)

1.5 Reaction:rel3
Vs = k- [88] (5)

1.6 Reaction:rel4
ve = k - ([s22] + [s25]) (6)

1.7 Reaction:rels
V7 = k- [89] —k- [822] (7)

1.8 Reaction:rel6
vg = dopenmRNAT7 : [322] (8)

1.9 Reaction:rel9

Vg = k - [83] . [89] —k- [825] (9)



1.10 Reaction:re21

V10 = dopenmRNAT7 : [525]

2 Equations

2.1 Speciess2 (transcription)

2.2 Speciess3 (MRNA_RIBOKEY)

d
([isf] = —v9 — V1 + V4
2.3 Speciessb (sa3degraded)
d[S5] .
a
2.4 Speciess8 (GeneT7)
dfss]
a
2.5 Speciessl0 (salQdegraded)
d[Slg] .
dt =0
2.6 Speciessl4 (translation)
d[SM] .
a
2.7 Speciessl? (salhdegraded)
d[SU] .
a
2.8 Speciessl19 (pT7_tag)
d
[CShlfQ] = —v3 + vg

2.9 Speciess9 (geslotenmRNA _T7)

d|so]
de

:—Ug—v7—U2+U5

2.10 Speciess22 (openmRNA _T7)

d[SQQ]
dt

= —vg + U7
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2.11

2.12

2.13

2.14

2.15

2.16

2.17

Speciess23 (sal8degraded)

3 Species

dfs2s]
i
Speciess25 (openmRNA _T7_complex)
dls
[did = —V10 + Vg
Speciess29 (csa3degraded)
d[Sgg] .
a 0
Speciessl (GeneRIBOKEY)
d[Sl] o
a
Speciess30 (OmpF var transcr rate )
d[Sgg] N
a 0
Speciess26 (MRNA_RIBOKEY)
d[SQG] N
a
Speciess27 (geslotenmRNA _T7)
d[SQ’z] .
a
Species Initial concentration compartment
s, 0.0 default
Sq 0.0 default
Ss 0.0 default
Sg 1.0 default
510 0.0 default
Sia 0.0 default
S1n 0.0 default
510 0.0 default
Sq 0.0 default
Sy 0.0 default
Soq 0.0 default
Sos 0.0 default
Su0 0.0 default
s, 0.0 default
S40 0.0 default
S0 4.9E-324
5 4.9E-324

N
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4 Compartments

Compartment Volume

default 1.0




