R84AKGBF

5’
NNNNNNNGNNNNNNTTTTTTCTTTTTGAACCNAATCTTTATCTTTGTAGCACTTTCACGGTAGCGAAACGT
TAGTTTGAATGGAAAGATGCCTGCATACTAGAGAAAGAGGAGAAATACTAGATGAAAAACATAAATGCCGA
CGACACATACAGAATAATTAATAAAATTAAAGCTTGTAGAAGCAATAATGATATTAATCAATGCTTATCTG
ATATGACTAAAATGGTACATTIGTGAATATTATTTACTCGCGATCATTTATCCTCATTCTATGGTTAAATCT
GATATTTCAATCCTAGATAATTACCCTAAAAAATGGAGGCAATATTATGATGACGCTAATTTAATAAAATA
TGATCCTATAGTAGATTATTCTAACTCCAATCATTCACCAATTAATTGGAATATATTTGAAAACAATGCTG
TAAATAAAAAATCTCCAAATGTAATTAAAGAAGCGAAAACATCAGGTCTITATCACTGGGTTTAGTTTCCCT
ATTCATACGGCTAACAATGGCTTCGGAATGCTTAGTTTTGCACATTCAGAAAAAGACAACTATATAGATAG
TTTATTTTTACATGCGTGTATGAACATACCATTAATTGTITCCTTCTCTAGTTGATAATTATCGAAAAATAA
ATATAGCAAATAATAAATCAAACAACGATTTAACCAAAAGAGAAAAAGAATGTTTAGCGTGGGCATGCGAA
GGAAAAAGCTCTTGGGATATTTCAAAAATATTAGGTTGCAGTGAGCGTACTGTCACTTTCCATTTAACCAA
TGCGCAAATGAAACTCAATACAACAAACCGCTGCCAAAGTATTTCTAAAGCAATTTTAACAGGAGCAATTG
ATTGCCCATACTTTAAAAATTAATAACACTGATAGTGCTAGTGTAGATCACTACTAGAGCCAGGCATCAAA
TAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCTAC
TANAGTCACACTGGCTCNCNTNNGTGGNCTTTCTGCGTTTATATACTANAGACCTGTAGATCGTACAGGTT
TACNCAAGAAAATGGTTNGTTANNNTCNAAT

3’

gb |AAX29978.1 | LuxR [Cloning vector pHTSUB-106]
Length=250

Score = 523 bits (1346), Expect = le-146

Identities = 250/250 (100%), Positives = 250/250 (100%), Gaps = 0/250
(0%)

Frame = +3

Query 123 MKNINADDTYRIINKIKACRSNNDINQCLSDMTKMVHCEYYLLAIIYPHSMVKSDISILD 302
MKNINADDTYRIINKIKACRSNNDINQCLSDMTKMVHCEYYLLAITIYPHSMVKSDISILD
Sbjct 1 MKNINADDTYRIINKIKACRSNNDINQCLSDMTKMVHCEYYLLAIIYPHSMVKSDISILD 60

Query 303 NYPKKWRQYYDDANLIKYDPIVDYSNSNHSPINWNIFENNAVNKKSPNVIKEAKTSGLIT 482
NYPKKWRQYYDDANLIKYDPIVDYSNSNHSPINWNIFENNAVNKKSPNVIKEAKTSGLIT
Sbjct 61 NYPKKWRQYYDDANLIKYDPIVDYSNSNHSPINWNIFENNAVNKKSPNVIKEAKTSGLIT 120

Query 483 GFSFPIHTANNGFGMLSFAHSEKDNYIDSLEFLHACMNIPLIVPSLVDNYRKINIANNKSN 662
GFSFPIHTANNGFGMLSFAHSEKDNYIDSLFLHACMNIPLIVPSLVDNYRKINIANNKSN
Sbjct 121 GFSFPIHTANNGFGMLSFAHSEKDNYIDSLFLHACMNIPLIVPSLVDNYRKINIANNKSN 180

Query 663 NDLTKREKECLAWACEGKSSWDISKILGCSERTVTFHLTNAQMKLNTTNRCQSISKAILT 842
NDLTKREKECLAWACEGKSSWDISKILGCSERTVIFHLTNAQMKLNTTNRCQSISKAILT
Sbjct 181 NDLTKREKECLAWACEGKSSWDISKILGCSERTVTFHLTNAQMKLNTTNRCQSISKAILT 240

Query 843 GAIDCPYFKN 872
GAIDCPYFKN
Sbjct 241 GAIDCPYFKN 250


http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=60594754&dopt=GenPept&RID=J2HCVEM1015

R84AKGBR

3!
NNNNNNNNNNNNNNNNNNNNANNAANTNCGGGANNNGTTNTNGTGGNCTCTCTTTTCNNTGGNNNNNTNNN
NAGGGNANANGGTGGGGCCAGGTAATGGTTGTCTNNNAAAAGGACAGGGCCATCGCCAATTGGAGTATTTT
GTTGATAATGGTCTGCTAGTTGAACGCTTCCATCTTCATTGTTGGGTCTAATTTTGAAGTTAACTTTGATT
CCATTCTTTTGTTTGTCTGCCATGATGTATACATTGTGTGAGTTATAGTTGTATTCCAATTTGTGTCCAAA
AATGTTTCCATCTTCTTTAAAATCAATACCTTTTAACTCGATTCTATTAACAAGGGTATCACCTTCAAACT
TGACTTCAACACGTGTCTTGTATTTCCCGTCATCTTTGAAAAATATAGTTCTTTCCTGTACATAACCTTCG
GGCATGGCACTCTTGAAAAAGTCATGCTGTTTCATATGATCTGGGAATCTCGCTAAGCATTGAACACCATA
ACCGAAAGTAATGACAAGTGTTGGCCATGGAACAGGTANTTTTCCAGTAATGCAAATAAATTTAAGGGTAA
GTTTTCCGTATGTTGCATCGCCTTCACCCTCTCCACTGACAGAAAATTTGTGCCCATTAACATCACCATCT
AATTCAACAAGAATTGGCGACANCTCCCAGTGAAAAATNNTTCTCCTTTTACGCATCTAGTATATCTCCTC
TTTCTCTAGTATTATTAGAGAGTAATAATACCCCAATTAACGGCCNTACTGGCCGCTACNCGANNGTNGGT
TCCNCCNAACTTCCTCCNAATATTTACCATATGGNANTTAACATTGGCTTCCGAGCGTTCGCANATAACCG
ATATCTNCCAACNTGGTCTTGCCNATGGCNNNCTACTGCAAACTTCCTTCATCCNGGCTGGANNGAANCNC
CGGTNTTGCTGANTCGANGTCCAAGNGTCAATCCGCNNCGCTTTGCANGCTTAATCCTTGAANCTNNTCNG
GGCNGNAGGANNNATNNNANNAANNNGNNGNNTNGANNCGGTTTCNNNTTCACGCTNAAGGTNNNNNNCCG
AGTCACNNNAGNNCNTTGCNNGCNTGGTNNNCNNANANCCNNNNNGNNNCNNANGNNNNNNNNAANAANCN
NNGNNNNCTTTCNNNNNNNGNNNNGGNNNNNNNCACAAAAACNTNNNNNCNCTNNGNNNNANNTGNACTNA
NCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCNNNNNNNTNGNNANNNNNNNCAATNNN
NNNGNNTNNNNNN

5’

>r. gb|AAX13969.1| GFP-DsRed fusion protein [Dual fluorescent protein
cloning vector

PGRFP]

Length=496
Score = 376 bits (966), Expect = 2e-102
Identities = 183/215 (85%), Positives = 188/215 (87%), Gaps = 1/215 (0%)
Frame = -3

Query 695 MRKRRXIFHWEXSPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICITGKXPVPWPT 516
MRK +F PILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFIC TGK PVPWPT
Sbjct 1 MRKGEELFTGVV-PILVELDGDVNGHKF SVSGEGEGDATYGKLTLKFICTTGKLPVPWPT 59

Query 515 LVITFGYGVQCLARFPDHMKQHDFFKSAMPEGYVQERTIFFKDDGKYKTRVEVKFEGDTL 336
LV TFGYGVQC AR+PDHMKQHDFFKSAMPEGYVQERTIFFKDDG YKTR EVKFEGDTL
Sbijct 60 LVITFGYGVQCFARYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDTL 119

Query 335 VNRIELKGIDFKEDGNIFGHKLEYNYNSHNVYIMADKQKNGIKVNFKIRPNNEDGSVQLA 156
VNRIELKGIDFKEDGNI GHKLEYNYNSHNVYIMADKQKNGIKVNEFKIR N EDGSVQLA
Sbjct 120 VNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKIRHNIEDGSVQLA 179

Query 155 DHYQONTPIGDGPVLXXDNHYLAPPXXLXXXPXKR 51
DHYQONTPIGDGPVL DNHYL+ L P ++
Sbjct 180 DHYQQONTPIGDGPVLLPDNHYLSTQSALSKDPNEK 214


http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=60101689&dopt=GenPept&RID=J2JJPFCS012



