R83AKVF

NNNNNNTTANCTATAAAATAGGCGTATCACGAGGCAGAATTTCAGATAAAAAAAATCCTTAGCTT
TCGCTAAGGATGATTTCT

5’
GGAATTCGCGGCCGCTTCTAGAGTCCCTTGCATTTACATTTTGAAACATCTATAGCGATCTCTTG
AGTTGGATTATTCTGCATTTTTGGGGAGAATGGACTTACTAGAGAAAGAGGAGAAATACTAGATG
AAAAACATAAATGCCGACGACACATACAGAATAATTAATAAAATTAAAGCTTGTAGAAGCAATAA
TGATATTAATCAATGCTTATCTGATATGACTAAAATGGTACATTGTGAATATTATTTACTCGCGA
TCATTTATCCTCATTCTATGGTTAAATCTGATATTTCAATCCTAGATAATTACCCTAAAAAATGG
AGGCAATATTATGATGACGCTAATTTAATAAAATATGATCCTATAGTAGATTATTCTAACTCCAA
TCATTCACCAATTAATTGGAATATATTTGAAAACAATGCTGTAAATAAAAAATCTCCAAATGTAA
TTAAAGAAGCGAAAACATCAGGTCTTATCACTGGGTTTAGTTTCCCTATTCATACGGCTAACAAT
GGCTTCGGAATGCTTAGTTTTGCACATTCAGAAAAAGACAACTATATAGATAGTTTATTTTTACA
TGCGTGTATGAACATACCATTAATTGTTCCTTCTCTAGTTGATAATTATCGAAAAATAAATATAG
CAAATAATAAATCAAACAACGATTTAACCAAAAGAGAAAAAGAATGTTTAGCGTGGGCATGCGAA
GGAAAAAGCTCTTGGGATATTTCAAAAATATTAGGTTGCAGTGAGCGTACTGTCACTTTCCATTT
AACCAATGCGCAAATGAAACTCAATACAACAAACCGCTGCCAAAGTATTTCTAAAGCAATTTTAA
CAGGAGCAATTGATTGCCCATACTTTAAAAATTAATAACACTGATAGTGCTAGTGTAGATCACTA
CTAGA

3’
GCCAGGCATCAAATAAAACGAAAGGNTCAGTCGAAAGACTGGGCCTITTCGTTITTATCTGNGNTTG
TNGNGACGCTCTCTACTAGAGTCACNCTGGCTN

>sp|P12746|LUXR VIBFI Transcriptional activator protein luxR
gb|AAD48473.1|AF170104 1 regulatory protein LuxR [Vibrio fischeri]
gb|AAA27540.1] 1luxR protein

gb|AAX07424.1] LuxR [Expression vector pLuxR-wt]

gb |AAX07428.1| LuxR-mut [Expression vector pHTSUB-105]

gb |AAX29978.1] LuxR [Cloning vector pHTSUB-106]

Length=250

Score = 523 bits (1346), Expect = 8e-147
Identities = 250/250 (100%), Positives = 250/250 (100%), Gaps = 0/250 (0%)
Frame = +2

Query 128 MKNINADDTYRIINKIKACRSNNDINQCLSDMTKMVHCEYYLLAIIYPHSMVKSDISILD 307
MKNINADDTYRIINKIKACRSNNDINQCLSDMTKMVHCEYYLLAITIYPHSMVKSDISILD
Sbijct 1 MKNINADDTYRIINKIKACRSNNDINQCLSDMTKMVHCEYYLLAITIYPHSMVKSDISILD 60

Query 308 NYPKKWRQYYDDANLIKYDPIVDYSNSNHSPINWNIFENNAVNKKSPNVIKEAKTSGLIT 487
NYPKKWRQYYDDANLIKYDPIVDYSNSNHSPINWNIFENNAVNKKSPNVIKEAKTSGLIT
Sbjct 61 NYPKKWRQYYDDANLIKYDPIVDYSNSNHSPINWNIFENNAVNKKSPNVIKEAKTSGLIT 120

Query 488 GFSFPIHTANNGFGMLSFAHSEKDNYIDSLFLHACMNIPLIVPSLVDNYRKINIANNKSN 667
GESFPIHTANNGFGMLSFAHSEKDNYIDSLFLHACMNIPLIVPSLVDNYRKINIANNKSN
Sbjct 121 GFSFPIHTANNGFGMLSFAHSEKDNYIDSLFLHACMNIPLIVPSLVDNYRKINIANNKSN 180

Query 668 NDLTKREKECLAWACEGKSSWDISKILGCSERTVTFHLTNAQMKLNTTNRCQSISKAILT 847
NDLTKREKECLAWACEGKSSWDISKILGCSERTVTFHLTNAQMKLNTTNRCQSISKAILT
Sbjct 181 NDLTKREKECLAWACEGKSSWDISKILGCSERTVIFHLTNAQMKLNTTNRCQSISKAILT 240

Query 848 GAIDCPYFKN 877
GAIDCPYFKN
Sbjct 241 GAIDCPYFKN 250


http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=462556&dopt=GenPept&RID=J2FM3VY7012
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=5726578&dopt=GenPept&RID=J2FM3VY7012
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=155231&dopt=GenPept&RID=J2FM3VY7012
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=59800242&dopt=GenPept&RID=J2FM3VY7012
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=59800247&dopt=GenPept&RID=J2FM3VY7012
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=60594754&dopt=GenPept&RID=J2FM3VY7012
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NNNNNNNN

3’
ACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCCTGCATAACGCGAAGTAATCTTTTCGGTTT
TAAAGAAAAAGGGCAGGGTGGTGACACCTTGCCCTTTTTTGCCGGACTGCAGCGGCCGCTACTAG
TATAGTTCATCCATGCCATGTGTAATCCCAGCAGCTGTTACAAACTCAAGAAGGACCATGTGGTC
TCTCTTTTCGTTGGGATCTTTCGAAAGGGCAGATTGTGTGGACAGGTAATGGTTGTCTGGTAAAA
GGACAGGGCCATCGCCAATTGGAGTATTTTGTTGATAATGGTCTGCTAGTTGAACGCTTCCATCT
TCAATGTTGTGTCTAATTTTGAAGTTAACTTTGATTCCATTCTTTTGTTTGTCTGCCATGATGTA
TACATTGTGTGAGTTATAGTTGTATTCCAATTTGTGTCCAAGAATGTTTCCATCTTCTTTAAAAT
CAATACCTTTTAACTCGATTCTATTAACAAGGGTATCACCTTCAAACTTGACTTCAGCACGTIGTIC
TTGTAGTTCCCGTCATCTTTGAAAAATATAGTTCTTTCCTGTACATAACCTTCGGGCATGGCACT
CTTGAAAAAGTCATGCTGTTTCATATGATCTGGGTATCTCGCAAAGCATTGAACACCATAACCGA
AAGTAGTGACAAGTGTTGGCCATGGAACAGGTAGTTTITCCAGTAGTGCAAATAAATTTAAGGGTA
AGTTTTCCGTATGTTGCATCACCTTCACCCTCTCCACTGACAGAAAATTTGTGCCCATTAACATC
ACCATCTAATTCAACAAGAATTGGGACAACTCCAGTGAAAAGTTCTTICTCCTTTACGCATCTAGT
ATTTCTCCTICTITTICTICTAGTATTATTAGAGAGTAATAAGACCCAAATTAACGGCCATAATGGCCG
CTACGCGGCGGGAGGTCACACCGAACTTCCGCCGATATTTCCCATATGGAAGTTCACATTGGCTT
CCGAGCAGTTIGCA

5’
NANNNCGATATCTCCCAACTGGTCTGNCGATGGNNCACCACTGCANACTTCTTICTCCNGCTGNCA
NANNNNNNGCTGANNNTNTCGAGNAGTCGNNCCNC

> gnl|uv|U19276.1:263-875 Cloning vector pGFP-1 green fluorescent
protein, and translated products (highlighted in yellow)

Length=613
Score = 1021 bits (509), Expect = 0.0
Identities = 539/545 (98%), Gaps = 0/545 (0%)

Strand=Plus/Minus
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